During a 28-month period, 5,078 cultures from a variety of' anatomical sites were received for staphylococcal phage typing. Of 
the microorganisms were nontypable at both the routine test dilution (RTD) and at 100 x RTD. Of' the 3,545 typable organisms, 3,061 (86%) were lysed at RTD, whereas 484 (14%7 ) were typed only at 100 x RTD. Observations pertaining to the typing efficacy of' staphylococcal phage 94 indicate that 651 (18%(') of the typable microorganisms were lysed only by phage 94 at RTD or at 100 x RTD. Without the addition of this new phage to the international basic set, the number of nontypable strains (1,030 or 23%/c) would have been 1,681 (39%7c). Data regarding the geographic distribution of Staphylococcus aureus phage 94 point to the occurrence of the host strain in 13 (68%S ) of 19 states and 18 (62%T ) of the 29 hospitals submitting specimens to this laboratory. The assumed origin and speculated mode of' dissemination of this microorganism are discussed.
Hospital-acquired infection, or nosocomial disease, is not a new entity. It has been recognized over the years as a risk associated with all hospital admissions, and there are numerous references documenting the role of Staph)ylococcus aureus in these cases (5, 7, 9) . The isolation and identification of' this microorganism from clinical sources generally present no difficulty to the bacteriologist. The development of a standardized method for staphylococcal phage typing (6) Table 1 ). The remaining 3,545 (77%) cultures were typable by the system employed. At the RTD, 3,061 (86%) specimens were susceptible to one or more of the phages utilized, whereas 484 (14%) cultures were typable only at 100 x RTD.
Staphylococcus phage 94 has been employed by this facility with the international basic set of phages since 16 April 1971, and it has been a useful addition; 651 (18%) of the typable staphylococci were susceptible only to this new phage either at the RTD or at 100 x RTD (Table 1) .
Cultures were received from 29 different field medical facilities located in a number of geographic areas (Fig. 1) . However, S. aureus phage 94 was recovered from only 18 of these submitting facilities and in the localities noted in Fig. 1 (10) . The phage was tested against the 4,575 specimens of viable staphylococci received and, of the 77% (3,545) cultures found typable, 18% (651) were lysed only by phage 94 at the RTD or at 100 x RTD. Thus, without the addition of typing phage 94 to the international basic set, the number of nontypable strains (Table 1) would have risen from 1,030 (23%) to 1,681 (39%). These findings attest to the efficacy of phage 94 in typing some heretofore nontypable staphylococcal strains.
From the geographic distribution (Fig. 1) (Fig. 1) , S. aureus phage 94 was not recovered from all hospital environments nor was it identified within all of the states serviced.
The speculated mode of dissemination of this microorganism from its possible origin at the Wilford Hall USAF Medical Center aroused a degree of curiosity. This facility is the largest medical treatment facility (1,000 operating beds) within the Air Force and serves as the worldwide reference center for active duty per- 
